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Introduction

Reactome is open-source, open access, manually curated and peer-reviewed pathway database. Pathway annotations 
are authored by expert biologists, in collaboration with Reactome editorial staff and cross-referenced to many 
bioinformatics databases. A system of evidence tracking ensures that all assertions are backed up by the primary 
literature. Reactome is used by clinicians, geneticists, genomics researchers, and molecular biologists to interpret the 
results of high-throughput experimental studies, by bioinformaticians seeking to develop novel algorithms for mining 
knowledge from genomic studies, and by systems biologists building predictive models of normal and disease 
variant pathways. 
The development of Reactome is supported by grants from the US National Institutes of Health (P41 HG003751), 
University of Toronto (CFREF Medicine by Design), European Union (EU STRP, EMI-CD), and the European 
Molecular Biology Laboratory (EBI Industry program).
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NTPDase8 hydrolyzes nucleoside diphosphates ↗

Stable identifier: R-HSA-8851550

Type: transition

Compartments: extracellular region, plasma membrane

NTPDase8, encoded by the ENTPD8 gene, is the main liver ectonucleotide phosphatase. NTPDase8 belongs to the 
E-NTPDase family of nucleotide phosphatases and can hydrolyze NDPs to corresponding NMPs (Sévigny et al. 
2000, Bigonnesse et al. 2004, Fausther et al. 2007).

Literature references

Lecka, J., Sévigny, J., Kukulski, F., Robson, SC., Lévesque, SA., Bigonnesse, F. et al. (2004). Cloning and characteriza-
tion of mouse nucleoside triphosphate diphosphohydrolase-8. Biochemistry, 43, 5511-9. ↗

Sévigny, J., Pelletier, J., Lecka, J., Dranoff, JA., Kukulski, F., Fausther, M. et al. (2007). Cloning, purification, and 
identification of the liver canalicular ecto-ATPase as NTPDase8. Am. J. Physiol. Gastrointest. Liver Physiol., 292, 
G785-95. ↗

Csizmadia, E., Sévigny, J., Smith, RN., Robson, SC., Lemmens, R., Waelkens, E. (2000). Identification and character-
ization of a novel hepatic canalicular ATP diphosphohydrolase. J. Biol. Chem., 275, 5640-7. ↗

Editions
2015-12-30 Authored, Edited Orlic-Milacic, M.

2016-05-11 Reviewed Sévigny, J.

https://reactome.org/content/detail/R-HSA-8851550
http://www.ncbi.nlm.nih.gov/pubmed/15122917
http://www.ncbi.nlm.nih.gov/pubmed/17095758
http://www.ncbi.nlm.nih.gov/pubmed/10681547

