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Introduction

Reactome is open-source, open access, manually curated and peer-reviewed pathway database. Pathway annotations 
are authored by expert biologists, in collaboration with Reactome editorial staff and cross-referenced to many 
bioinformatics databases. A system of evidence tracking ensures that all assertions are backed up by the primary 
literature. Reactome is used by clinicians, geneticists, genomics researchers, and molecular biologists to interpret the 
results of high-throughput experimental studies, by bioinformaticians seeking to develop novel algorithms for mining 
knowledge from genomic studies, and by systems biologists building predictive models of normal and disease 
variant pathways. 
The development of Reactome is supported by grants from the US National Institutes of Health (P41 HG003751), 
University of Toronto (CFREF Medicine by Design), European Union (EU STRP, EMI-CD), and the European 
Molecular Biology Laboratory (EBI Industry program).
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BH3-only proteins associate with and inactivate anti-apoptotic BCL-2 ↗

Stable identifier: R-HSA-508163

Type: binding

Compartments: mitochondrial outer membrane

Bcl-2 interacts with tBid (Yi et al. 2003), BIM (Puthalakath et al. 1999), PUMA (Nakano and Vousden 2001), 
NOXA (Oda et al. 2000), BAD (Yang et al. 2005), BMF (Puthalakath et al. 2001), resulting in inactivation of BCL2.

Literature references

Beaumont, JG., O'Reilly, LA., Cheney, RE., Coultas, L., Villunger, A., Puthalakath, H. et al. (2001). Bmf: a proapoptot-
ic BH3-only protein regulated by interaction with the myosin V actin motor complex, activated by anoikis. Science
, 293, 1829-32. ↗

Boise, LH., Jockel, J., Zha, J., Yang, E., Korsmeyer, SJ., Thompson, CB. (1995). Bad, a heterodimeric partner for Bcl-
XL and Bcl-2, displaces Bax and promotes cell death. Cell, 80, 285-91. ↗

O'Reilly, LA., Puthalakath, H., Strasser, A., King, SM., Huang, DC. (1999). The proapoptotic activity of the Bcl-2 fam-
ily member Bim is regulated by interaction with the dynein motor complex. Mol Cell, 3, 287-96. ↗

Dong, Z., Yin, XM., Yi, X. (2003). Inhibition of Bid-induced apoptosis by Bcl-2. tBid insertion, Bax translocation, and 
Bax/Bak oligomerization suppressed. J Biol Chem, 278, 16992-9. ↗

Taniguchi, T., Tokino, T., Yamashita, T., Shibue, T., Ohki, R., Oda, E. et al. (2000). Noxa, a BH3-only member of the 
Bcl-2 family and candidate mediator of p53-induced apoptosis. Science, 288, 1053-8. ↗

Editions
2010-02-05 Authored Matthews, L.

https://reactome.org/content/detail/R-HSA-508163
http://www.ncbi.nlm.nih.gov/pubmed/11546872
http://www.ncbi.nlm.nih.gov/pubmed/7834748
http://www.ncbi.nlm.nih.gov/pubmed/10198631
http://www.ncbi.nlm.nih.gov/pubmed/12624108
http://www.ncbi.nlm.nih.gov/pubmed/10807576

