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Introduction

Reactome is open-source, open access, manually curated and peer-reviewed pathway database. Pathway annotations 
are authored by expert biologists, in collaboration with Reactome editorial staff and cross-referenced to many 
bioinformatics databases. A system of evidence tracking ensures that all assertions are backed up by the primary 
literature. Reactome is used by clinicians, geneticists, genomics researchers, and molecular biologists to interpret the 
results of high-throughput experimental studies, by bioinformaticians seeking to develop novel algorithms for mining 
knowledge from genomic studies, and by systems biologists building predictive models of normal and disease 
variant pathways. 
The development of Reactome is supported by grants from the US National Institutes of Health (P41 HG003751), 
University of Toronto (CFREF Medicine by Design), European Union (EU STRP, EMI-CD), and the European 
Molecular Biology Laboratory (EBI Industry program).
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Insulin-like Growth Factor-2 mRNA Binding Proteins (IGF2BPs/IMPs/VICKZs) bind 
RNA ↗

Stable identifier: R-HSA-428359

Compartments: cytosol

Insulin-like Growth Factor-2 mRNA Binding Proteins (IGF2BPs) bind specific sets of RNA and regulate their 
translation, stability, and subcellular localization. IGF2BP1, IGF2BP2, and IGF2BP3 bind about 8400 protein-
coding transcripts. The target RNAs contain the sequence motif CAUH (where H is A, U, or, C) and binding of 
IGFBPs increases the stability of the target RNAs.
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IGF2BP1 binds specific RNAs ↗

Location: Insulin-like Growth Factor-2 mRNA Binding Proteins (IGF2BPs/IMPs/VICKZs) bind RNA

Stable identifier: R-HSA-428296

Type: binding

Compartments: cytosol

Insulin-like Growth Factor mRNA Binding Factor-1 (IGF2BP1, also known as ZBP1, CRD-BP, IMP1, and 
VICKZ1) binds several specific RNAs containing the sequence motif CAUH (where H is A, C, or U). Binding 
causes stabilization and subcellular localization of the RNA. 
Isoforms of IGF2 mRNA containing leader-3 are bound by IGF2BP1 at the 5' UTR, repressing translation (other 
isoforms of IGF2 are constitutive). 
ZBP1 (IGF2BP1) uses its third and fourth KH domains to recognize the first 28 nts of the 3' UTR of Beta actin 
mRNA. The KH domains are arranged as an anti-parallel pseudo-dimer that specifically recognize a bipartite 
element located in this RNA sequence. 
MYC (c-MYC) and Beta-TRCP1 mRNAs are bound at sites termed Coding Region Determinants (CDRs) in the 
open reading frame of the message. Binding of the MYC mRNA shields it from degradation and increases its half-
life 
The CD44 mRNA is bound at the 3' UTR. 
IGF2BP1 also binds the non-coding, imprinted H19 RNA.
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IGF2BP2 binds specific RNAs ↗

Location: Insulin-like Growth Factor-2 mRNA Binding Proteins (IGF2BPs/IMPs/VICKZs) bind RNA

Stable identifier: R-HSA-428293

Type: binding

Compartments: cytosol

Insulin-like Growth Factor mRNA Binding Factor-2 (IGF2BP2, also known as IMP2 and VICKZ2) binds several 
specific RNAs containing the sequence motif CAUH (where H is A, C, or U). Binding causes stabilization and 
subcellular localization of the RNA. 
Isoforms of IGF2 mRNA containing leader-3 are bound by IGF2BP2 at the 5' UTR, repressing translation (Other 
isoforms of IGF2 are constitutive). 
IGF2BP2 may be a causal factor in type 2 diabetes.
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IGF2BP3 binds specific RNAs ↗

Location: Insulin-like Growth Factor-2 mRNA Binding Proteins (IGF2BPs/IMPs/VICKZs) bind RNA

Stable identifier: R-HSA-428287

Type: binding

Compartments: cytosol

Insulin-like Growth Factor mRNA Binding Factor-3 (IGF2BP3, also known as IMP3 and VICKZ3) binds several 
specific RNAs containing the sequence motif CAUH (where H is A, C, or U). Binding causes stabilization and 
subcellular localization of the RNA. 
Isoforms of IGF2 mRNA containing leader-3 are bound by IGF2BP3 at the 5' UTR, repressing translation (other 
isoforms of IGF2 are constitutive).
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