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Introduction

Reactome is open-source, open access, manually curated and peer-reviewed pathway database. Pathway annotations 
are authored by expert biologists, in collaboration with Reactome editorial staff and cross-referenced to many 
bioinformatics databases. A system of evidence tracking ensures that all assertions are backed up by the primary 
literature. Reactome is used by clinicians, geneticists, genomics researchers, and molecular biologists to interpret the 
results of high-throughput experimental studies, by bioinformaticians seeking to develop novel algorithms for mining 
knowledge from genomic studies, and by systems biologists building predictive models of normal and disease 
variant pathways. 
The development of Reactome is supported by grants from the US National Institutes of Health (P41 HG003751), 
University of Toronto (CFREF Medicine by Design), European Union (EU STRP, EMI-CD), and the European 
Molecular Biology Laboratory (EBI Industry program).
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Stable identifier: R-HSA-186785

Type: transition

Compartments: extracellular region, Golgi membrane

After dimerization of the PDGF-A and PDGF-B chains in the ER of producing cells, the dimers are proteolytically 
cleaved in the trans-Golgi network during protein maturation and secretion. The dibasic-specific proprotein 
convertase, furin, or related convertases are involved in the conversion of proPDGF forms to active PDGF forms. 
PDGF-A chains are expressed as two different isoforms, a longer and a shorter form.The longer (241 aa) is less 
common and differs from the shorter one (196 aa) by a C-terminal extension of 18 aa (Beckmann et al. 1988, Ostman 
et al. 1992). The PDGF-A chains are cleaved singly at the RRKR sequence at 86 position to yield predominantly, the 
secreted PDGF-AA forms, while PDGF-BB are reported that at least three forms of PDGF-BB can be formed 
(Seidah & Prat 2002). This includes an approx 24 kDa form retained intracellularly and degraded in lysosomes, a 
secreted approx 30 kDa form and an approx 40 kDa cell surface-associated form. PDGF-B is processed at the 
'RGRR' sequence at position 81 and a second clevage close to residues 'ARPVT' at position 190 (Siegfried et al. 
2005, Ostman et al. 1992, Heldin & Westermark 1999).
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